[Genetic structure of the Mari population and its genetic position in the system of other Finno-Ugrian population groups].
The genetic structure of the Mari population was studied by genetic markers (ABO, TF, GC, PI, HP, ACP1, PGM1). Nei's GST statistic was 0.0192, showing that 1.92% of the genetic diversity in the Mari population can be attributed to the subdivision effect. Genetic distances between Maris and other Finno-Ugric groups were estimated.